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Abstract: DNA computing is a new natural computing paradigm developed in recent years. Because of its massive parak
lelism and high information density, DNA computing has become a“ ho’ field aitracted many researchers. In this paper, we review
the development of DNA compuing in Models, the simulation of Boolean Circuit, large scale Database based on DNAs, and its apr
plication in bioinformatics so that readers can have a complete underdand of DNA computing. Finally, the futwe research directions
on DNA computing are ponted out.
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