E A - Vol.40 No.4
2012 4E 4 H ACTA ELECTRONICA SINICA Apr. 2012
4 =1 H ) N
Ménage [n]#5 i#) — PRl Il DNA 58034k
MmEED T2
(1. BRSSP Bl 55 B TR BE, T ET 22 PH 45500052, 11 P9 K 2FFCE B2 2B, 1L 76 K5 0300065
3. WP RS (F B BAR B, 1L PE K 030006)
B E. ok S5HEY A A MEE R DNA A SR E B iR 2 — . 8 T8 5 7259 7 B2 Dt Ménage [7]

I AR SCET T Ménage [0 5 FF X DRI DU XE 26 AT 1 0B, 2 HH — Pt 7 48, 10t 1 32 1) A )
SR 5 B — T DR Meénage [ RBUADRG I DNA S0 I 7 2200 7Bk S A0 O T 9 w05, 51 AT Lo B i
" X 2RIy B AR sl R T SRR IR SR AT TR

KiE:  DNAIE; [BIJEHES; Ménage [n)1; HmyEim
FESES: TPI18 XHERFRIREE: A XEHS:  0372-2112 (2012) 04-0751-05

FFZ3 URL: hitp://www. ejournal . org. cn DOI: 10.3969/j.issn.0372-2112.2012.04.021

A DNA Sticker Algorithm for the Ménage Problem

YANG Yu-xing'?, WANG Shi-ying”
(1. School of Computer and Information Engineering , Anyang Normal University , Anyang , Henan 455000, China ;
2. School of Mathematical Sciences , Shanxi University , Tatyuan , Shanxi 030006, China ;
3. Schoole of Computer and Information Technology , Shanxi University , Taiyuan , Shanxi 030006, China )

Abstract:

theory and permutation and combination. For the objective to solve the Ménage problem with biological operations, this paper gave a

The traditional trend of DNA computing aims at solving computationally intractable problems in the filed of graph

mathematical model and analyzed the difficulties of solving the problem with DNA computation. An improved mathematical model
of the Ménage Problem to overcome these difficulties was proposed. In order to improve the efficiency, using the extended separation

and extended multi-separation operation, this paper proposed a sticker DNA algorithm of the Ménage problem and analyzed the com-

plexity of the algorithm. Consequently, it showed the operation steps and carried out simulation experiments by an instance.
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